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RECOMBINANT TOXIN A PROTEIN CARRIER FOR POLYSACCHARIDE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/54 5,7 7 2 

Input Set : A:\4 20 52 200.txt 

Output Set: N:\CRF3\02022001\l545772.raw 



3 <1.10> APPLICANT : WILKINS, TRACEY D 

4 LYERLY, DAVID M. 

5 MONCRIEF , J. SCOTT 

6 PAVLIAKOVA, DANKA 

7 SCHNEERSON / RACHEL 

8 ROB BINS , JOHN B. 

10 <120> TITLE OF INVENTION 

11 CONJUGATE VACCINES 

13 <130> FILE REFERENCE: 4 20 52 2 00010 0 

15 <140> CURRENT APPLICATION NUMBER: 09/545,772 

C--> 16 <141> CURRENT FILING DATE: 2000-04-10 

18 <16()> NUMBER OF SEQ ID NOS : 2 

20 <170> SOFTWARE: Paten tin Ver. 2.1 

22 <210> SEQ ID NO: 1 

2 3 <211> LENGTH: 2507 

24 <212> TYPE: DNA 

2 5 <213> ORGANISM: Clostridium difficile 

27 <4 00> SEQUENCE : 1 

28 gatcctatag aatttaactt a g La a c tgga tggcaaacta 

29 tttgatataa atactggagc agctttaact agttataaaa 

30 tattttaata atgatggtgt gatgcagttg ggagtattita 

31 tattttgcac ctgccaatac tcaaaataat aacatagaag 

32 agtaaattct taactttgaa tggcaaaaaa tattattttg 

3 3 actggatgga gaattattaa caatgagaaa tat tact tta 

34 gcagtcggat tgcaagtaat tgacaataat aagtattatt 

35 atctcaaaag gttggcagac tgttaatggt agtagatact 
3 6 attgccttta atggttataa aactattgat ggtaaacact 

3 7 gtagtgaaaa taggtgtgtt: tagtacctct aatggatttg 

38 acttataata ataacataga aggtcaggct atagtttatc 

39 aatggtaaaa aatattactt tgataataac tcaaaagcag 

40 gatagtaaaa aatattactt taatactaac actgctgaag 

41 attgatggta aaaaatatta ctttaatact aacactgctg 

42 actatt.gatg gtaaaaaata ttactttaat actaacactg 

43 acaaf 1 a tta atggtaaaca tttttatttt aatactgatg 

44 tttaa^ggac ctaatggatt tgaatatttt gcacctgcta 

4 5 gaaggtcaag eta tact tta ccaaaatgaa ttcttaactt 
4 6 tttggtagtg aefcaaaage agttactgga tggagaatta 
47 tttaatccta ataatgetat tgetgeaatt catctatgea 
4 8 tactttagtt atgatggaat tcttcaaaat ggatatatta 

4 9 tattttgatg ctaataatga atctaaaatg gtaacaggag 

5 0 tttgagtatt ttgcacctgc taatactcac aataataaca 
5.1 taccagaaca aattcttaac tttgaatggc aaaaaatatt 
52 gcagttactg gatggcaaac cattyatggt aaaaaatatt 
5 3 gaagcagcta ctggatggca aactattgat ggtaaaaaat 

54 gctgaagcag ctactggatg gcaaactatt gatggLaaaa 

55 actttcatag cctcaactgg ttatacaagt attaatggta 
5G gatggtatta tgcagatagg agtgtttaaa ggacctaatg 



DATE: 02/02/2001 
TIME: 16:23:43 



ENTERED 



tcaatggtaa 
tta tta a tgg 
aaggacctga 
g tea g get at 
a taa taactc 
a tec taa taa 
tcaatcctga 
actttgatac 
tttattttcja 
aata ttttgc 
aaag taaatt 
ttaccggatg 
cage tactgg 
aagcagctac 
eta tagctte 
g ta tt atgea 
ataegga tgc 
tgaatggtaa 
ttaacaataa 
ctataaa taa 
ctattgaaag 
tatttaaagg 
tagaaggtca 
attttga taa 
actttaa tot 
at tact tta a 
aatattactt 
aacattttta 
ga tttgaata 



aaaa ta ttat 
taaacacttt 
tqgatttgaa 
agttta tcaa 
aaaagcagtc 
tgetattget 
cactgctatc 
tgataccget 
tagtgattg t 
acctgetaat 
cttaactttg 
gcaaactatt 
atggcaaact 
tgga tggcaa 
aactgg tta t 
gataggag tg 
taacaacata 
aaaatattac 
gaaa ta ttac 
tgacaagta t 
aaataatttc 
acctaa tgga 
ggcta tag tt 
tgactcaaaa 
taacactgc t 
tcttaacac t 
taatactaac 
ttt.taatact 
ctttgcacct 



60 

120 

180 

240 

300 

36 0 

4 20 

4 80 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

12 00 

12 60 
1320 

13 80 

14 4 0 
1500 
1 560 
1620 
1680 
174 0 
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' RAW SEQUENCE LISTING DATE: 02/02/2001 

PATENT AP P L1CAT.T0N : US/ 09/545, 772 TI ME : 16:23:43 

f input; Set : A:\4 2052200.txt 

Output Set: N:\CRF3\02022001\I545772.raw 

57 gctaatacgg atgctaacaa catagaaggt caagctatac tttaccaaaa taaattctta 1800 

58 actttgaatg gtaaaaaata ttactttggt agtgacLcaa aagcagttac cggactgcga I860 

59 actattqatg gtaaaaaata ttactttaat actaacacty ctyttgcagt tactygatgy 1920 

60 caaactatta ntygtaaaaa atactacttt aatactaaca cttctatagc ttcaactggt 1980 

61 tatacaatta ttagtggtaa acatttttat tttaatactg atgytattat gcagatayga 2040 

62 gtgtttaaag gacctyalgg atttgaatac tttgcacctg ctaatacayn tgctaacaat 2100 

63 atagaagytc aagctatacg ttatcaaaat agattcctat atttacatga caatatatat 2160 

64 tattttgyta ataattcaaa agcggctact ggLtyggtaa ctattgatgg taatagatat 2220 

65 tact teg age ctaatacagc tatgggtgcg aaLggttata aaactatt:ga taataaaaat 2280 

66 ttttacttta gaaatggttt acctcagata ggagtgttta aagggtctaa tggatttgaa 2340 

67 tacttLgcac ctgetaatae ggatigctaae aatatagaag g tea age tat acyttateaa 24 00 

68 aatagattee tacatttact tggaaaaata tattactttg gtaataattc aaaagcagtt 2460 

69 actggatggc aaactattaa tggtaaagta tattacttta tgcetga 2507 
72 <210> SEQ ID NO: 2 

7 3 <211> LENGTH: 866 

74 <212> TYPE: PRT 

75 <213> ORGANISM: Clostridium difficile 
77 <4 0()> SEQUENCE: 2 
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205 








117 


Gin 


Ala 


He 


Val 


Tyr 


Gin 


Ser 


Lys 


Phe 


Leu 


Thr 


Leu 


Asn 


G.ly 


Lys 
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RAW SEQUENCE LISTING DATE : 02/02/2001 

PATENT APPLICATION: US/09/54 5,7 72 TIME: 1.6:23:43 

f Input: Set : A:\42052200.txt 

Output Set: N:\CRF3\02022001\I545772.raw 



124 










24 5 










250 










255 




126 


Gly 


Trp 


Gin 


Thr 


He 


Asp 


Gly 


Lys 


Lys 


Tyr 


Tyr 


Phe 


Asn 


Thr 


Asn 


Thr 


127 








260 










265 










270 






129 


Ala 


Glu 


Ala 


Ala 


Thr 


Gly 


Trp 


Gin 


Thr 


I le 


Asp 


Gly 


Lys 
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34 5 










350 






14 4 


Thr 


Leu 


Asn 


Gly 


Lys 
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RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/545,772 

Input; Set : A:\42052200.txt 

Output Set: N:\CRF3\02022001\l545772.raw 



DATE: 02/02/2001 
TIME: 16:23:43 
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VERIFICATION SUMMARY DATE: 02/02/2001 

■ * PATENT APPLICATION : US/09/54 5 , 772 TIME : 1 6 : 23 : 4 4 

£' input Set : A:\42052200.txt 

Output Set: N:\CRF3\02022001\I54 57 72.raw 

L:16 M:271 C: Current Filing Date differs. Replaced Current Filing Date 
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